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Abstract— Nowadays, developing effective techniques able to
deal with data coming from structured domains is becoming
crucial. In this context kernel methods are the state-of-theart tool widely adopted in real-world applications that involve
learning on structured data. Contrarily, when one has to deal
with unstructured domains, deep learning methods represent a
competitive, or even better, choice. In this paper we propose
a new family of kernels for graphs which exploits a deep
representation of the information. Our proposal exploits the
advantages of the two worlds. From one side we exploit the
potentiality of the state-of-the-art graph kernels. From the other
side we develop a deep architecture through a series of stacked
kernel pre-image estimators trained in an unsupervised fashion
via convex optimization. The hidden layers of the proposed
framework are trained in a forward manner and this allows us
to avoid the greedy layerwise training of classical deep learning.
Results on real world graph datasets confirm the quality of the
proposal.

I. I NTRODUCTION

K

ERNEL methods (KM) are powerful learning algorithms that can easily be applied to every input domain
[1] and are backed up by Statistical Learning Theory (SLT)
that offers strong theoretical guarantees on the output hypothesis [2]. These methods represent the output hypothesis
in terms of pairwise similarity among the examples and do
not work on an explicit representation of them [3]. The
function used to compute the similarity must be a kernel
function. KM consistently outperformed previous generations
of learning techniques [4], [1], [5], [6]. They provide a
flexible and expressive learning framework that has been
successfully applied to a wide range of real world problems but, recently, novel algorithms, such as Deep Neural
Networks and Ensemble Methods [7], [8], have increased
their competitiveness against them. In particular, when one
has to deal with data coming from the unstructured domain,
Deep Learning (DL) techniques are quite a powerful tool for
extracting an informative representation of the data [9], [10],
[11], [12], [13].
Due to the current data growth in size, heterogeneity and
structure, the new generation of algorithms are expected to
solve increasingly challenging problems.
However, there are several domains where it is not straightforward to define a vectorial representation for the data, but
it is easy to encode it in a structured form. For example,
recommendation systems can be seen as link-prediction
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systems in bipartite graphs where nodes represent users and
items [14]. Moreover, social networks can be represented
as a graph where nodes are the users and links are their
interactions; in this setting, it is interesting to predict (i.e.
suggest to users) possible novel connections [15]. Other
examples include citations between scientific articles, or
networks in linguistics [16], In these and other scenarios,
the learning problem can be expressed as classification (or
ranking) over the nodes in a single, big graph. In this
context, KM constitute a well established machine learning
approach for structured domains because they can be defined
directly on structured data [17]. This relieves the user from
the definition of a vectorial representation of the data, a
time consuming and task-specific operation. Given an input
domain, e.g. a graph domain, the user is required to fix the
specific kernel function and the corresponding parameters to
adopt. Given a kernel function, the problem of reconstructing
the input patterns from the mapping in the feature space
induced by the kernel is usually referred to as pre-image
estimation [18]. Different kernel functions for graphs are
available in literature, each one encoding a (slightly) different
similarity measure between graph nodes. In general, the node
similarity is defined in terms of their distance, in the sense of
how many steps have to be performed to go from one node
to another one in the graph. Usually, these kernels map the
graph nodes in an infinite-dimensional feature space. Thus,
the explicit feature map of the kernels cannot be computed.
However, the kernels can be efficiently computed in a closed
form by matrix operations on the adjacency matrix of the
graph.
On the other side, when one has to deal with data coming
from an unstructured domain, DL techniques represent a
competitive, or even better, choice. In fact, before learning, feature learning is required and conducted in many
applications in order to achieve a satisfactory accuracy [19],
[20], [21]. DL represents a state-of-the-art choice in this
context [10], [11], [12], [13]. The deep architecture extracts
features by a multilayer feature representation framework,
and the higher layers represent more abstract information
than those from the lower ones. Standard DL considers
multilayer as a whole with unsupervised initialization, and
after such initialization the entire network is trained by back
propagation and all of the layers are fine tuned together
[12]. Note that all the hidden parameters in DL framework
need to be fine-tuned multiple times and are affected by the
problem of local minima and slow convergence rate. This
results in a cumbersome and time consuming procedure [22],
[9]. Recently some attempts have been made to overcome
these limitations. The most successful proposal is the one of

[9] which develops a deep architecture which exploits the
principle behind the Extreme Learning Machines random
feature mapping together with a series of stacked sparse
autoencoders which do not require fine-tuning.
In the field of learning on graphs, few work has been
done in the direction of creating deep graph kernels. [23]
proposes a method to learn the similarity between features
in the feature space in the case of kernels for graphs (i.e.
kernel functions defined between two different graphs), using
language modeling and deep learning techniques. In this
case, an explicit representation for the features is required.
In the case of graph node kernels, such an explicit representation is not straightforward to define, and existing
graph node kernels are defined only implicitly (i.e. they do
not explicitly compute the features). [24] learns (online) a
compact representation for graph nodes. This technique uses
deep learning as a tool to build node representations, but it
analyzes only a subsampling of short random walks (that
have to be stored explicitly), thus the expressivity of the
resulting representation is limited.
In this paper we propose a new family of Kernels for
Graph nodes (GK) which exploits the advantages of the
two worlds. From one side we exploit the potentiality of
the state-of-the-art kernels for graph nodes which are able
to give an implicit powerful and expressive representation.
From the other side we develop a deep architecture through
a series of stacked kernel pre-image estimators trained in an
unsupervised fashion via convex optimization. Our approach
is inspired by the works of [22], [9] but, instead of building
the hidden representation via random projection, the state-ofthe-art GK are employed. The hidden layers of the proposed
framework are trained in a forward manner and, thanks to
this approach, the final architecture is the result of a series
of convex problems which do not suffer from problems of
local minima and slow rate of convergence. This allows us
to avoid the greedy layerwise training of classical DL. We
will show how the proposed Deep Graph Kernels (DGK)
perform with respect to the state-of-the-art ones on a series
of real world graph datasets. Results confirm the quality of
the proposal.
The paper is organized as follows. Section II recalls the
learning framework. Section III recalls the state-of-the-art
GK. In Section IV we describe our proposal of a convex
approach for generating a new family of DGK. In Section V
we compare our proposal with the state-of-the-art on a series
of real world graph datasets. Section VI concludes the paper.
II. L EARNING WITH K ERNELS
In this paper, we will deal with multiclass classification
problems [2]: based on some random observations X of the
input space X , one has to estimate the associated label Y
which belongs to the output space composed of c classes
Y = {1, 2, · · · , c} by choosing a suitable hypothesis h :
X → Y, in a set of possible ones H. A learning algorithm
selects h ∈ H by exploiting a set of labeled samples
Dn : {(X1 , Y1 ) , · · · , (Xn , Yn )}. The latter are sampled i.i.d.
according to the distribution µ over the cartesian product

between the input and output space X ×Y. The generalization
error
L(h) = E(X,Y ) `(h(X), Y ),

(1)

associated to an hypothesis h ∈ H, is defined through a loss
function `(h(X), Y ) : Y × Y → [0, 1]. As µ is unknown,
L(h) cannot be explicitly computed, thus we have to resort
to its empirical estimator, namely the empirical error
n

X
b n (h) = 1
` (h (Xi ) , Yi ) .
L
n i=1

(2)

Let us begin by considering the binary classification problems where Y = {±1}. A simple criterium for selecting the
final model during the training phase consists in choosing the
approximating function that minimizes the empirical error
b n (h): this approach is known as Empirical Risk MinimizaL
tion (ERM) [2]. However, ERM is usually avoided as it leads
to severely overfitting the model on the training dataset [2].
A more effective approach consists in the minimisation of
a cost function where the trade-off between accuracy on the
training data and a measure of the complexity of the selected
approximating function is implemented [25]:
h∗ :

b n (h),
min C(h) + C L

(3)

h∈H

where C(h) is a complexity measure which depends on the
selected ML approach and C ∈ [0, ∞) is a hyperparameter
that must be set a priori and regulates the trade-off between
the overfitting tendency, related to the minimization of the
empirical error, and the underfitting tendency, related to the
minimization of C(h). This approach is known as Structural
Risk Minimization (SRM) [2].
Support Vector Machines (SVMs) represent one of the
state-of-the-art algorithms for binary classification problems
[2], [4]. In SVM, approximation functions are defined as
h(X) = wT φ(X) + b.

(4)

Moreover, in SVMs the loss function exploited is the hinge
loss function ` (h (Xi ) , Yi ) = max[0, 1 − Yi h (Xi )] and the
complexity measure is C(h) = kwk2 . The result of these
choices is the primal formulation of SVM:
n

min

w,b,ξ

s.t.

X
1
kwk2 + C
ξi
2
i=1
yi (wT φ(Xi ) + b) ≥ 1 − ξi ,

(5)
ξi ≥ 0.

By computing the dual formulation of Problem (5) it is
possible to derive the following convex constrained quadratic
programming problem (CCQPP):
min
α

s.t.

n
n
n
X
1 XX
αi αj Yi Yj κ(Xi , Xj ) −
αi
2 i=1 j=1
i=1
n
X

yi αi = 0,

(6)

0 ≤ αi ≤ C,

i=1

where κ : X × X → R is a kernel function which is a
symmetric positive semi-definite function that corresponds

to a dot product in a Reproducing Kernel Hilbert Space
(RKHS), i.e. there exists a φ : X → K ⊆ RD , where K
is an Hilbert space (commonly referred to as feature space),
such that κ(Xi , Xj ) = hφ(Xi ), φ(Xj )i with Xi , Xj ∈ X
[26], [1]. Note that the input space X can be any space and
that we do not need to know explicitly φ in order to solve
Problem (6) and also to compute h(X) since:
h(X) =

n
X

αi Yi κ(Xi , X) + b.

(7)

i=1

The kernel κ usually is characterized by one or more hyperparameters. With γ ∈ Γ we will indicate a combination of
the hyperparameters in the set of all the possible ones.
The problem of SVM it that is only able to deal with binary
classification problems. In order to extend SVM to multiclass
problems in this paper we will exploit the All Versus All
(AVA) approach [27], [28], [29]. In AVA the multiclass
problem is split in all
 the possible binary classification
and solved via SVM. Then,
problems which are 2c = c(c−1)
2
every
time
a
new
sample
X
has
to
be classified each of the

c
are
applied
and
then
label
is
assigned
according to the
2
majority voting criteria.
Finally, in SVM there is a need for tuning the hyperparameters which influence the algorithm performances. This
procedure is called Model Selection (MS). The MS for SVM
aims at tuning the following hyperparameters: the regularization hyperparameter C, the kernel κ and the hyperparameters
of the kernels γ [30]. Moreover we need to Estimate the Error
(EE) of the final classifier built with the best configuration
of the hyperparameters [30]. A state-of-the-art technique for
tuning the hyperparameters and estimating the error of the
final classifier is the Nested K-Fold Cross Validation (KCV)
[30], [31]. The nested KCV technique consists in splitting a
dataset in K independent subsets and using, in turn, one set
for EE, and the others to train a classifier after performing
another inner KCV for MS on just the training data. Since the
data in the different sets are i.i.d. the result of the procedure
is unbiased.
Finally note that, when the input space X are the nodes
in a graph, the main problem involves the development
of kernels able to deal with such input domain (i.e. that
are expressive enough fopr the considered task), and then
choose one of these kernels, together with its values for the
hyperparameters. In this setting, the challenge is to capture
in the kernel the local and global structure of the graph. In
the next section, we will present some of the state-of-the-art
approaches.
III. S HALLOW G RAPH K ERNELS
Let G = (V, E) be a graph, where V = {v1 , . . . , vn } is the
set of vertices (|V | = n) and E = {(v, u)|u, v ∈ V } is the
set of edges (|E| = m). Every edge can have an associated
weight w( u, v), that is zero by convention if (u, v) 6∈ E. Note
that, in our setting, X is the space of nodes in the considered
graph, and the labels we aim to predict are associated to
the nodes in the graph. Given a graph G, let us define its

adjacency matrix AG with entries {AG }ij = wij . From now
on, when clear from the context, we will omit the subscript
G. Let us define the laplacian matrix as LG = D − A, where
D is a diagonal matrix with the entries set to the summation
over the
P corresponding row of the adjacency matrix, i.e.
Dii = j Aij . In the following, we will give the definition
of four state-of-the-art kernels for graph nodes, that we will
consider as baselines in the experimental section. All the
kernels are based on the diffusion (or heat) principle, that
is based on the heat equation that models the diffusion of
heat in a system. Diffusion kernels on graphs are motivated
by several interpretations [32]. These kernels are relatively
fast to compute, and show good predictive performance [14],
[32]. We will provide the kernel formulation on the whole
Gram matrix, of size n × n, starting from the graph G.
Laplacian Exponential Diffusion kernel (LEDK) [33]. It
is closely related to continuous-time Markov chains [34].
Intuitively, let us define a quantity xi (t) associated to the
vertex i at time t. This quantity diffuses to neighboring nodes
with a symmetric diffusion rate Aij . During a small time
interval δt an amount Aij xi δt is transferred from vertex i to
vertex j. The balance equation is then
xi (t + δt) = xi (t) +

n
X

Aji xj δt −

j=1

n
X

aij xj δt.

(8)

j=1

The kernel can be derived as
LEDK(G) = e−βLG ,

(9)

where 0 ≤ β ≤ 1 is a parameter used to control the rate of
diffusion.
Markov Diffusion kernel (MDK) [14], is based on the
diffusion distance defined in [35], where the idea is that two
nodes are considered similar if they diffuse in a similar way
through the graph. It depends on a parameter t controlling the
length of the considered walks. Let us define the probability
transition matrix P
P as {P}ij = Aij /Dii . Moreover, let us
t
define Z(t) = 1t τ =1 Pτ . Then we can define the kernel
as:
M DK(G) = ZG (t)ZTG (t).
(10)
Markov Exponential Diffusion kernel (MEDK) [36]. This
kernel tries to balance the similarity of two vertices regardless from the degree of the nodes (for other kernels,
the similarity between two high-degree nodes is higher than
the similarity between low-degree vertices). Let us define
M = (D − A − nI)/n where n is the number of vertices in
the graph. Then, MEDK is defined as
M EDK(G) = e−βM .

(11)

Regularized Laplacian Kernel (RLK) [33], is also referred
to as the normalized random walk with restart kernel in [37].
It is defined as
∞
X
RLK(G) =
β n (−L)n = (I + αL)−1 ,
(12)
n=1

where α > 0 is a parameter.

Fig. 1.

The shallow architecture of the SVMs with a GK.

The kernels LEDK and MEDK require to compute a
matrix exponential, that (e.g. using Sylvester’s equations)
has a complexity of O(n3 ). The kernel MDK computes t
matrix multiplications, each one with a cost of approximately
O(n3 ) (the fastest algorithm runs in O(n2.373 )). The kernel
RLK requires a matrix inversion (same complexity as matrix
multiplication).
IV. D EEP G RAPH K ERNELS
As described in the previous section, a graph G of n
vertices Xi ∈ V can be exhaustively represented by the
adjacency matrix A ∈ Rn×n . In this graph just l of the
n vertices are labelled with Y ∈ Y. Our goal is to build
a model which is able to predict the label of all the n − l
remaining vertices.
If we use the multiclass SVMs described in Section II
together with the GK of Section III the result is equivalent
to a shallow architecture. In particular, given a GK κ together
with the values of its hyperparameters which maps a vertex
Xi ∈ V of the graph G into an unknown vector φ(Xi ) ∈ Rh
based on the adjacency matrix A, and the labelled vertices
identified with the set of indexes I l , it is possible to train a
series of binary classifiers with the SVMs in order to obtain
a multiclass classifier. Each of these SVMs binary classifiers
is the result of a CCQPP whose aim is to find w and b in
order to compute h(X) = wT φ(X)+b. Since, φ is unknown
we have to resort
P to its implicit formulation with the use of
κ, h(X) = i∈I n κ(Xi , X) + b. Remember that MS and
EE phases are needed in order to tune the hyperparameters
and to estimate the error of the final classifier. As it is
possible to see from Figure 1, this approach is equivalent to a
neural network with a shallow architecture where the hidden
nodes are not trained but implicitly defined a priori based on
the chosen kernel and hyperparameters of the kernel. This
shallow architecture has the advantage that it can be easily
trained through a CCQPP. Fixed a kernel function, the preimage problem is defined as follows: given a point Φ ∈ K
(the RKHS), find a corresponding pattern x ∈ X such that
Φ = φ(x). Since K is usually a far larger space than X (i.e.
the mapping is typically not bijective), pre-image estimation

is inherently illposed [18]. In these cases, an approximated
pre-image z can be found as the solution of a minimization
problem with constraints on the solution [38] (see eq. 14).
This pre-image approximator has a de-nosing effect on the
input data. In order to make the GK of Section III deep
we will stack a series of pre-image estimators built through
a particular procedure. In particular, given a GK κ instead
of learning directly the classifiers, we try to learn the preimages of the vertices (projected in the feature space), and
stack a series of these estimators in order to build a deep
architecture. The problem is that a vertex Xi , by definition, is
not represented by a simple vector. For this reason we make
an approximation by stating that a vertex Xi is represented
by the column (or the row) ith of the adjacency matrix A.
Basically the purpose of the pre-image estimator is to learn
the adjacency matrix A (see Figure 2). The problem is that
A contains real values and for this reason the SVMs cannot
be applied since the problem becomes a regression problem.
Consequently, we will exploit the approach of Eq. (3) but
instead of using the hinge loss function we will use the
square loss function while, as complexity term, we will still
use the same as SVMs. In particular we have to learn a preimage estimator able to map the ith column of A, that we
will indicate with Ai , which represents Xi , into the same
vector, and we have n available samples for this mapping,
one for each vertex of G. Consequently we have n standard
regression problems, one for each element j ∈ {1, · · · , n}
of Ai , that we will call Ai,j . The model that we will use is
a liner separator in the space induced by κ from X which is
φ:
hj (X) = wTj φ(X), j ∈ {1, · · · , n}.

(13)

By adopting the approach of Eq. (3) with a square loss
function and the squared norm of wj as regularizers we
obtain that:
v
X
(wTj φ(Xi ) − Ai,j )2 + λkwj k2 (14)
w∗j = arg min
wj

i=1

where λ is an hyperparameter which balances accuracy and
complexity and must be tuned during the MS phase. By
exploiting the representer theorem [26] and by simple linear
algebra it is possible to obtain that:
hj (X) =

v
X

αi,j κ(Xi , X),

(15)

i=1

and that αj can be retrieved as follows
αj = (Q + λI)+ Aj ,

(16)

where in the matrix Q the element Qi,j = κ(Xi , Xj ), I is
the identity matrix, (·)+ is the pseudoinverse of a matrix. By
stacking many of these pre-image estimators, with different
kernels or different kernel hyperparameters we obtain the
DGK of Figure 3. Note that the pre-image estimators can be
trained without the knowledge of the labels and consequently
we can train the architecture over the whole adjacency matrix
which contains also the unlabelled vertices. Moreover, note

that finding the weights of the whole DGK architecture is a
convex problem which has an unique solution.
The final classifier can be built by using this new DGK
inside the multiclass SVMs described in Section II.
V. E XPERIMENTAL R ESULTS
In this section we will show how the deep graph kernels
proposed in Section IV perform with respect to the state-ofthe-art ones of Section III. We will make use of a series of
real word graph node classification problems that can be retrived from [39]. In particular we will focus on five problems:
IMDB, IMDB ALL, INDUSTRY YH, INDUSTRY PR, and
WEBKB. A detailed description of each dataset is provided
in the following.
• The IMDB dataset is based on data retrieved from the
Internet Movie Database. This data was built to recreate an earlier study to build models predicting movie
success as determined by box-office receipts. This data
contains movies released in the United States between
1996 and 2001, with class labels identifying whether the
opening weekend box-office receipts will exceed two
million dollars. Two movies share a link if they share
a production company. The weight of an edge in the
resulting graph is the number of production companies
two movies have in common.
• The IMDB ALL dataset is similar to IMDB, but there
is an edge connecting two movies if they share a
production company, producer, director, or actor. The
weight of an edge is the number of such entities two
movies have in common.
• The INDUSTRY YH dataset contains companies that
are linked via cooccurrence in text documents. 22170
business news stories from the web have been collected
between the 4th of January 1999 and the 8th of April
1999. An edge was created between two companies if
they appeared together in a story. The weight of an
edge is the number of such cooccurrences found in
the complete corpus. The resulting network comprises
1798 companies that cooccurred with at least one other
company. The labels of the companies are based on
Yahoo!’s 12 industry sectors.
• The INDUSTRY PR dataset is similar to INDUSTRY YH, but based on 35318 PR Newswire press
releases gathered from the 1st of April 2003 through
the 30th of September 2003. The companies mentioned
in each press release were extracted and an edge was
placed between two companies if they appeared together
in a press release. The weight of an edge is the number
of such cooccurrences found in the complete corpus.
The resulting network comprises 2189 companies that
cooccurred with at least one other company.
• The WEBKB dataset is based on the WebKB Project
[40]. It consists of sets of web pages from four computer science departments (Cornell, Wisconsin, Washington, Texas), with each page manually labeled into
7 categories: course, department, faculty, project, staff,

student, or other. We do not include the ’other’ pages
in the graph, but use them to generate edges. This data
file contains eight different graphs (two per university).
For each university, we have the graph using direct
hyperlinks and another graph using co-citation links (if
x links to z and y links to z, then x and y are cociting z). To create co-citation edges, we do allow an
’other’ page as an intermediary although the final graph
does not include the ’other’ pages. To weight the link
between x and y, we sum the number of hyperlinks
from x to z and separately the number from y to z, and
multiply these two quantities.
In Table I the average accuracy results of the considered
base kernels, together with their deep version (applying the
procedure detailed in Section IV) are reported. The first
two columns refer to the LEDK kernel and its deep version
(using the method proposed in this paper). The third and
fourth columns refer to the MDK kernel and its deep version,
while the fifth and sixth columns refer to the RLK kernel
and its deep version, respectively. We reported in bold, for
each dataset, the kernel with the best performance between
the shallow and the deep one. We computed the average
accuracy in 10-fold cross validation, where 9 folds are used
as the test set, and just one fold is used for training a
nested 5-fold cross validation where the hyper-parameters
are selected. The whole experiment was repeated 10 times
(with different splits for the CV), and the average accuracies
are reported in the table. Note that we used just 10% of labels
as training set. We also conducted experiments using 33% of
the labels as training (i.e. 3-fold CV with 1 fold for training
and 2 for testing), and obtained very similar results (not
reported). The kernel parameters have been optimized in: β ∈
{0.01, . . . , 0.05, 0.1, 0.3, 0.5} for LEDK and MEDK; α ∈
{10−2 , . . . , 103 } for RLK; t ∈ {1, 2, 3, 5, 10, 50, 100} for
MDK. The λ parameter of the pre-image estimation layers
(see eq. 14 and eq. 16) has been selected in {10−6 , .., 104 }.
The SVM C parameter (for the last layer) has been validated
in the set {10−4 , .., 104 }. We decided not to report the results
of MEDK kernel because it performed poorly on all the
considered datasets.
From the results in Table I emerges that, for the great majority of dataset/kernel combinations, the proposed approach
is able to improve (in some cases by a large margin) the
predictive performances of the base kernel. In particular, for
LEDK kernel the performance improves in seven out of eight
datasets, while for MDK in four out of eight and for RLK in
three out of eight. Not that, when the performance of the deep
kernel do not improve with respect to the relative base kernel,
they are always comparable. Note also that, for each dataset,
the best performing kernel is a deep one, confirming that not
only our proposed method is able to boost the performance of
the selected base kernel for the majority of the kernel/dataset
combinations, but also that our approach is able to reach
state-of-the-art performances in all the considered datasets.
Finally, it is worth to point out that, for the
WEBKB CORNELL, WEBKB WISCONSIN and WE-

(a) Pre-image estimator for the vertex Xi of the graph G
Fig. 2.

Fig. 3.

(b) Pre-image estimator for the vertex Xi of the graph G described
in term of the adjacency matrix with Ai

The pre-image estimator of a DGK.

The final deep architecture of the DGK.

BKB TEXAS datasets, the RLK kernel does not encode a
meaningful metric: indeed, the results show that the kernel
behaves like an identity matrix, i.e. the predicted class is
basically random. In these cases, the proposed approach is
obviously not able to improve the performances of the base
kernel.
VI. C ONCLUSIONS
Developing techniques able to deal with data coming from
structured domains is becoming every day more important.
In this context kernel methods represent a state-of-the-art
technique. In this paper we proposed a new family of kernels
for graphs which exploits a deep representation of the information. Deep learning methods represented a breakthrough
in learning unstructured domains because of their ability
of giving a better representation of the input domain. Our
proposal exploited the advantages of the two worlds. From

one side we exploited the potentiality of the state-of-theart graph kernels. From the other side we developed a deep
architecture through a series of stacked kernel pre-image
estimators trained in an unsupervised fashion via convex
optimization. The hidden layers of the proposed framework
were trained in a forward manner and this allowed us to
avoid the greedy layerwise training of classical deep learning.
Results on real world graph datasets confirmed the quality
of the proposal.
Further investigation is needed in order to test the potentiality of our proposal. For example, we want to analyze the
effect of the introduction of a first linear layer, performing a
Singular Value Decomposition of the input, that would result
in a more compact representation of the inputs for the deeper
layers. Moreover, we need to better investigate the effect
of the number of layers on the final performance. We also
need to check if more complex combinations of graph kernels

Dataset/kernel
IMDB
IMDB ALL
INDUSTRY PR
INDUSTRY YH
WEBKB CORNELL
WEBKB WISCONSIN
WEBKB WASHINGTON
WEBKB TEXAS

LEDK
73.05±2.39
58.52±1.17
34.28±0.41
31.99±0.38
42.86±0.42
53.42±0.95
46.07 ±1.36
58.08±0.97

DLEDK*
76.25±1.23
75.42±0.96
34.02±0.42
32.89±0.53
44.52±0.84
56.09±1.22
51.39±2.50
58.83±0.74

MDK
78.19± 0.44
72.24± 0.45
36.72±0.34
46.89±0.42
53.99±1.02
70.34±1.10
65.87±0.70
68.11±0.82

DMDK*
78.08±0.46
72.83±0.55
36.61±0.49
46.32±0.36
54.52±0.73
70.72±0.99
65.39±0.64
68.58±0.75

RLK
66.58± 1.50
72.36±2.17
34.53±0.40
30.51±0.41
41.31±0.00
43.78±0.00
42.51±1.74
48.22±0.00

DRLK*
69.39±1.44
73.32±2.06
34.40±0.35
30.85±0.73
41.31±0.00
43.78±0.00
39.34±0.85
48.22±0.00

TABLE I
E XPERIMENTAL RESULTS COMPARING THE PROPOSED APPROACH APPLIED TO 3 STATE - OF - THE - ART GRAPH NODE KERNELS ON 8 REAL - WORLD
DATASETS , WITH

10% OF THE LABELS USED AS TRAINING SET. LEDK:L APLACIAN E XPONENTIAL D IFFUZION KERNEL , MDK: M ARKOV D IFFUSION
KERNEL , RLK: R EGULARIZED L APLACIAN K ERNEL *: THE PROPOSED METHOD .

can result in higher accuracies. Finally we might investigate
the adoption of this deep representation in other structured
domains such as trees instead of graphs.
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